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(# E] BRI miR-222-3p 76 LB 257 (HBV) AHSC 40 g (HCC) I SM A A i) 325k B L5 1 PRAFRAE A T8 fS
MAHDGPE, FoiE R FRBEIIA MY 604 (5] HCC M2 (Y Im AR BLHORL , 045 391 5] HBV-HCC 3% (HBV-HCC 26 ) #1 213 4 HBV-
HCC #% (3E HBV-HCC 41) , Y3 1EH 288 it itk Z I s E 4 HBV 41, SR Sem 385658 & PCR 4G I35 b i i miR-222-3p &
KIKF, 4381 miR-222-3p 3Rk 5 HBV-HCC BE ARG RFFERICR . RAZIAHE TAERHE (ROC) #2974l 1L 7 S il 42 miR-222-3p
X HBV-HCC (2 Wi 8 ; R i Kaplan-Meier A= 47 HIZEH Log-rank #5553 HT miR-222-3p Fik /K 5 85 WU 0AH e R A Cox [
] IET U RS AR AR S M52 ) HBV-HCC BB TG Mfafe & . &R HBV-HCC 4184 M5 Mk & miR-222-3p /K i 3 = T:F HBV-
HCC ZH A1 HBV 4 (P <0.001) , £ ROC W1Z 437 , 115 4P 4 miR-222-3p 1T HBV-HCC 2 Wi ( HBV-HCC 4 vs. HBV 41 .HBV-HCC
21 vs. 3 HBV-HCC 41) i 28 T 1 B (AUC) 435124 0. 900 (95% CI:0. 878 ~0.922) .0.731(95% CI:0. 692 ~ 0.771) . Il 3§ #P Wb A
miR-222-3p (33K 5 B HBV-DNA #% 1 R4 2 B2 4% 2 B ( AST) | 5 #E ML A Ji ( DCP) | [ 28 B IR i R /- ( BCLC) 433 A %
(P<0.05), HBV-HCC 3 Il &Ml miR-222-3p & R B 40 FURFE IR A v 7 A= A2 BT [B] 43 30 2. 66 4F (4. 14 4%, B A 30 5
32.8% 35.7% ( Log-rank x* =15.078 ,P <0.001) , £ Cox A5 KUK [11 U=V R 7R 43 B7 , L 375 A1 i 1A miR-222-3p 2 3k 7K - T i 2 52 i
HBV-HCC BE WS MM fER N EZ —(P<0.05), 4 MiE/MEA miR-222-3p 5 HBV-HCC &4 & % UIAH ¢, Rk K
Tt M HBV-HCC 8 35BS AL fa ks R &R o
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Expression and clinical significance of miR-222-3p in serum exosomes of hepatitis B virus-associated hepatocellular
carcinoma

ZHU Fu-ping,LIU Hong-giang, CHANG Qing, LENG Wei-ye (First Department of General Surgery, Ninth People’ s Hospital of
Chongqing, Chongging 400700, China)

Abstract: Objective To investigate the expression of miR-222-3p in serum exosomes of hepatitis B virus ( HBV ) -associated hepato-
cellular carcinoma (HCC) and its correlation with clinical features and prognosis. Methods The clinicopathological data of 604 patients
with HCC in our hospital were collected , including 391 patients with HBV-HCC (the HBV-HCC group) and 213 patients with non-HBV-HCC
(the non-HBV-HCC group). And another 288 patients with chronic hepatitis B were selected as the HBV group. The expression level of serum exo-
some miR-222-3p was detected by real-time fluorescent quantitative PCR method ,and the relationship between the expression of miR-222-3p
and different clinical features of HBV-HCC patients was analyzed. Receiver operating characteristic (ROC) curve was used to evaluate the
diagnostic value of serum exosome miR-222-3P for HBV-HCC ; Kaplan-Meier survival curve and Log-rank test were used to analyze the corre-
lation between the expression level of miR-222-3P and the prognosis of patients; Cox proportional hazards regression model was used to
analyze the risk factors affecting the prognosis of patients with HBV-HCC. Results The level of serum exosome miR-222-3p in the
HBV-HCC group was significantly higher than that in the non-HBV-HCC group and the HBV group (P <0.001). According to the ROC
curve analysis,the area under the curve (AUC) of serum exosome miR-222-3p for the diagnosis of HBV-HCC (the HBV-HCC group vs. the
HBV group,the HBV-HCC group vs. the non-HBV-HCC group) were 0. 900 (95% CI;0. 878 to 0.922) and 0. 731 (95% CI.0.692 to 0.771),
respectively. The expression of serum exosome miR-222-3p was related to the patient’ s HBV-DNA copy, aspartate aminotransferase ( AST) ,
des-gamma-carboxy prothrombin ( DCP) and Barcelona clinic liver cancer ( BCLC) stage (P <0.05). The median survival time in the high
expression group and the low expression group of serum exosome miR-222-3p in patients with HBV-HCC were 2. 66 years and 4. 14 years,
respectively ,and the overall survival rates were 32. 8% and 35.7% ,respectively (Log-rank y* =15.078,P <0.001). Cox proportional hazards
regression model analysis showed that the elevated expression level of serum exosome miR-222-3p was one of the independent risk factors
affecting the prognosis of patients with HBV-HCC (P <0.05). Conclusion Serum exosome miR-222-3p is closely related to the occurrence
and development of HCC-HCC, and its elevated expression level is an independent risk factor affecting the prognosis of patients with HBV-HCC.
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JIT 20 i 9 ( hepatocellular carcinoma, HCC) J& ™ &
JBUP N A (0 Tk RGO MR 2 — . AT
#9758 (hepatitis B virus, HBV) J& L & HCC k4% F
BTATIN £ ,80% V) b i) HCC 35 174 HBV
JEYL B R, I AR 7 R A HBV-HCC % 7
RSN A AT SE T PR RV TR VR T A . SN
SR/ AR BT IR B R R A 1Y) 4
Eoalopprr ) T e DR R R 0/ T
S, R 2 M 53 MA Y miR-222-3p AT AEAE R AN IBMA
A AR b R VRO SR /N0 5 bR
PR R Li AT A B, HBY YA AR (ST I A
AL ] Akt/mTOR 38 %42 #5575 2 il , iX 5 miR-
222-3p [ EFEIEA . Sun S5 IE ST HBV J& Yy ik
— AR HE T miR-222-3p M F23k, I i miR-222-3p 4y
S THBS1 T iFfE#F HCC it e, PRtk , 3R AT 4k
MM B miR-222-3p A B HBV-HCC 2 W7+ )
FEARAPEAYIFR Y, SR H FT i B2 A DG B i R IE
i o BTG, AW i 0 A HBV-HCC 4 1L 3 A
WA miR-222-3p kK- e 5 B I DR R ik 0 TS
FRAH DG , LA Ry 348 W] 5 19 A= W0 b 75 400 A0 0 i IR
TR RIS A .

1 AR5

L1 R

WedE 2012 45 1 2 2017 48 11 FeBe i ARl
AR 604 f5i] HCC 825 1Yl AR g B KL, A 4% 391 4
HBV-HCC &3 (55 242 ], 2z 149 #i] ,4Ei#5 38 ~89 %)
1213 Bl HBV-HCC f83 (J5 135 i, 2 78 i, 41 i
40 ~88 %) . YA ABRUE : ARG A UESE y HCC 4565
(I APEIFRRIZIT B (2019 4ER) ) 2 Wibpife s 1
K2, B RATAT T AR P09 16 97 s HBV-HCC &%
HBV F @i ( HBV surface antigen, HBsAg) #6152 FH
P£,9F HBV-HCC 35 o181k HBV e st ; A 58 %
I AR S % AR A AR TR, ik iR 288 g &
&R HBY 4, 5 A HBV st HBsAg A5l
SEBAPE . HEBRBRTE N BYJTF 5 i 1 SO g 7 I %
SR 55 TF HABSEAE R A T UIBR A AL 3 78 I
SIS TR ZEAR R T Rl BT BE IR YT S 0 il
SR BT DI RERRERY s A B MR s G I HAt R
PESRIA ; AT ARSI ; SR B FLI A I R R
Kepikte AT LB P2 5T 234t ifE (2012003 )
B 8 B a2 SR B0 AR GE RV , 25 28 A5 T H15 [+
2
1.2 WLEIEAF

Wb T A A I — OB, AL AR i 53] | Child-

Pugh 43 2% . [ 2E 25 AR Wit JK AT 955 ( Barcelona clinic liver
cancer, BCLC) 738 WA 97 7 55, DL AR BERL, R
TR BETE RS ER KL S mL & THiEE T, T
4 °CF 4 000 r/min 2.0 15 min, 53 175, - 80 C K
FEORAERFIN o >Re P ToGFOK e 922 AL T 1030 4 D00 22 - FY
54 [ ( alpha-fetoprotein, AFP) | 5 % ¥t Il i JR

( des-gamma-carboxy prothrombin, DCP) 7K, 37| & 14
W 8 E Rk S B A PR A W) o SR I H 37 7600-20
48 3l A Ak o B ORI AR il /D AR 3 2 ( platelet
count,PLT) . BUJHZT Z (total bilirubin, TBil) |78 & BR %%
Z [ (alanine aminotranseferase, ALT ) | K & & g ¥ &
fif ( aspartate aminotransferase, AST) . H 45 H ( albumin,
ALB) 7K. R SysmexCA-1500 4= [ 3l IfiL 5E AR I
Bk 1Ml i 575 30 & ( prothrombin activity, PTA) , Ff G £
D) i X AIT 5T 28 AT B BOR N A #EAT
1.3 sasshabik miR-222-3p 4]

B 0.5 mL M ¥EFEAT 4 °C T 3 000 r/min B.05
10 min , {8 il 401 F B, 4R )5 12 000 r/min 5.0>10 min,
ZBREREA D AR o FH A I A AR 43 B AR &
(3£ Tnvitrogen 23 7] ) M IALYE H 43 15 20 Ak 1LV A1 2
A, IR S0 A kL ik TR b 22 v, - 80 C
TRAE o WU SN A A T formvar ¥4 J2 1Y) i —E D99 4%
L 1EE S T 3% WS IR YL 45, , i Ak 100XCIT 52 5 HL 5
( HA JEOL 24 7)) WG AN IAA 1) K/ N B S P AE , IF:
JH NanoSight K047 38 1573 BT U 22 S WA A B0RE AL
PRI AT FIAHNS M . R 1] Western blot 3255 M 1fi 5 4
WMAFEA H CD63 | TSGI01 | Alix 33k, Hr ik H 56
Abcam A7) o ExoQuick® #P A EFI TRIzol it
& (SEE Invitrogen 23w ) $2HUAMIBA S RNA il 1
PrimeScript RT 12471 & ( H A< Takara 23 H)) #4755 5%
1535 cDNA, i %% 3¢ J5 ff F§ SYBR Green Real Time
PCR 7 & ( H A% Takara 2\ %] ) 7E Applied Biosystems
7300 %Y PCR R4t b k47 521 52 6 5 f PCR
95 °C 2 min,40 A~4" 5 JE 19 (95 °C 30 5,60 C 20 s,
70 °C 30 s ), B4 S I &9 £&, AT E AT
3R, LhU6 RAZ R 2745 miR-2223p (1
HIXTRIE R, 51974 : miRNA-222-3p [ 1E 17 5| )7
51>~ 5°-CTC AGTAGCCAGTGTAG-3", J2 [1] 5| ¥ & 5 Ky
5’-GAACATGTCTGCGTATCTC-3’; U6 4 1F [a] 5| ¥ I 51
A 5°-ACAGATCTGTCGGTGTGGTGGCAC-3’, [ [n] 5| ¥
41 5°-GGCCCCGGATTATCCGACATTC-3,
1.4 Wiz
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ORI ] 2022 4F 1 H 8l A LTI, D sk
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FET -GN 2 ARSI A8 5 g 70 HBY I LIS AR 540
FFARIE T ZEHA T BRI Sh ki s s 28
Ry, SAEAEIE SO TR B9 Z BE U7 I ) B8
HICTIA]
1.5 %itsa®

{ifi 1 SPSS 26. 0 {4 Ak #R A s, — 43 K8 1 L)
(%) FoR R KR LA R T K-S B
PERG IS AT 22 55 VR 40, SCh e % 278 s AN FF
BIE S, UL A7 B0 U 357 B3R R , R Mann-
Whitney U B Kruskal-Wallis H 556 . 21 Zi8#& TAFE
W 1E (receiver operating characteristic, ROC) i 2%, 311
P2 1 FR (area under the curve ,AUC) LLVPARS I 75
AM A miR-222-3p % HBV-HCC 2 Wi, &%
Kaplan-Meier = 1% Hh 28 1 Log-rank 5 35 43 Br

miR-222-3p3% 3k K- 5 8 s B9 A R k. R A
Cox HLA IRV 18] YA 458 70 73 A 52 i) HBV-HCC H 35 13
JEHIERE N R o B A R 3 2 o XU A %, P < 0. 05
HESFAGIFE L

2 HR

2.1 BH A

3 HHBFEAER MR ALB i 22 R RS =
(P >0.05),fiidE HBV-HCC 411 HBV-HCC 2 g3 1.
% AST ALT . TBil . AFP .DCP 7K F-34 7 F HBV 41, [a] i
M3 PTA PLT 4T HBV 41 (P <0.05) ; HBV-HCC
ZHF14E HBV-HCC 41 #£ 3% Child-Pugh 434% .BCLC 433 .

T I LR RS (P >0.05) WA 1.

*x1

BE-MABLLR

¥5 k% HBV 4 (n =288) 4k HBV-HCC #(n =213)  HBV-HCC 4 (n =391) H/? P
AR % 69.0(62.0,76.0) 70.0(63.0,77.0) 69.0(64.0,75.0) 2.941 0.431
511/ 48] ( % ) 5 179(62.2) 135(63.4) 242(61.9) 0.136  0.934

ks 109(37.8) 78(36.6) 149(38.1)
AST/(IU - L°1) 39.0(29.0,54.0) 57.0(40.5,77.0) * 61.0(44.0,97.5) " 123.169  <0.001
ALT/(IU - L) 34.0(25.0,46.5) 49.0(31.0,72.5) * 53.0(34.0,88.5) 60.318  <0.001
TBil/ (mg - dL.~") 0.7(0.6,0.9) 0.9(0.6,1.3) * 0.9(0.7,1.5) 57.707  <0.001
ALB/(g - dL™") 4.0(3.8,4.3) 3.7(3.4,4.2) 3.9(3.3,4.2) 4.572  0.121
PTA/% 87.3(79.8,94.5) 81.7(72.0,91.4) * 77.8(65.2,88.8) * 60.411  <0.001
PLT/( x10° - L=1) 177.0(140.0,229.5) 132.0(105.0,165.0) * 131.0(104.0,167.5) *  108.078  <0.001
AFP/(ng - mL™") 5.0(3.0,8.0) 23.0(10.0,95.0) * 29.0(10.0,163.0) *  339.995  <0.001
DCP/(mAU « mL~") 17.0(14.0,20.0) 53.0(21.5,308.5) * 48.0(22.0,313.0) *  259.593  <0.001
YBIT T/ (% ) BFIERA 52(24.4) 67(17.1) 5.168  0.160

ZREN AT 83(39.0) 161(41.2)

Jifo e T R A 74(34.7) 151(38.6)

oA 4(1.9) 12(3.1)
Child-Pugh 234/ 1(%) A 9% 159(74.6) 277(70.8) 3.155  0.207

B %% 50(23.5) 96(24.6)

C % 4(1.9) 18(4.6)
BCLC 43/ Bi(% ) 0 38(17.8) 76(19.4) 5.109  0.276

A 111(52.1) 186(47.6)

B it 39(18.3) 87(22.3)

(08 ] 18(8.5) 21(5.4)

D 7(3.3) 21(5.4)

x5 HBV 404, P <0.05

2.2 e iF SR RIRAR SR (1.0,1.7).1.6(1.3,2. 1), R ALt E XL

FEHR B0 1 MR 3 4 I Y P B OO a1k 75 5
X2 2 A4 B R TR b B TR %) 1 as A, P 375 559 #EL
WEL, FUkr o AT ¥4 5], RiA2 K/ A 40 ~ 100 nm,, 40K
PRI R AR R, AP IR K42 322k 0 ~ 300 nm,
2 Western blot s & ], iX & i 47 =5 3£ ik CD63 |
TSG101 . Alix, W& 1.

2.3 siEshibtk miR-222-3p K F gk

HBV 41 . F HBV-HCC 4 1 HBV-HCC #£H & % Ifi

THINBAR miR-222-3p /K405 1.0(0.8,1.2) (1.4

(H=217.064,P <0.001) ., HBV-HCC 4 & & 1L 4h
WA miR-222-3p JK P B 3 & T 4E HBV-HCC 44 1
HBV 4{(P <0.001) , 2 ROC Wh£& 5 #7, I35 ZM s 1A
miR-222-3p ] T HBV-HCC 2 W ( HBV-HCC 4 ws.
HBV 4 HBV-HCC % vs. 3k HBV-HCC 41) i AUC 4y
B2k 0.817(95% CI:0.786 ~0.847) 0. 672(95% CI.
0.632~0.712), WK 2, ##s ROC 1l £ 75 3 £ K
WP, 24 I 75 AN AR miR-222-3p = 1. 4 i, ] T X 43
HBV-HCC #1 HBV [} fEwfYE Ny 88.7% , FHHE ISR L
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a: 4y R AR E 35 5 A sk AT o Sh bk 69 KD A b s T SR ik Ak 6 B4 B AL s o Western blot 344 ) e 7 S bR AF AR R B

CD63.TSG101 #= Alix £ ik

1 MiESMBEFFIELEE

Lor e %2 MmiESiE miR-222-3p Fi%5 HBV-HCC £2ERF 5
/,,,f"' FREFERXR[BI( %) ]
08 e By >
- P . REEA RE
06 i (n=195) (n=196)
il LR <65 % 108 46(23.6) 62(31.6) 3.163 0.075
g 04 b =65 % 23 149(76.4)  134(68.4)
' PR 5 1499 66(33.8) 83(42.3) 2.995 0.084
ozl 4 MW 129(66.2) 113(5.7)
' HBsAg Btk 155 77(39.5)  78(39.8) 0.004 0.950
00 . . . . . Bt 26 118(60.5) 118(60.2)
00 02 04 06 08 10 HBV-DNA#21  <4 loglU-mL™! 201  71(36.4) 130(66.3) 35.02 <0.001
1 ® S4loglU-ml ™" 190 124(63.6)  66(33.7)
1.0 ¢ o AST <40 1U-L"! 75 35(17.9)  40(20.4) 7.749 0.005
e - S0TU-L70 316 160(82.1)  156(79.6)
08 | /,,f’ ALT <50 1U-L"! 175 91(46.7) $4(42.9) 0.574 0.449
e =01U-L70 216 104(53.3) 112(57.1)
06t TBil <0.8mg-dL-' 136 75(38.5) 61(31.1) 2.321 0.128
% N 0.8 mg-dl"! 255 120(61.5) 135(68.9)
B o4l f ALB <4 gedl”! 22 133(68.2) 119(60.7) 2.394 0.122
A >4 g-dL 7! 139 @3L8)  T71(39.3)
02 PTA <80% 193 104(53.3)  89(45.4) 2.456 0.117
=80% 198 91(46.7) 107(54.6)
0.0 , , , , , PLT <100x10°L71 172 94(48.2)  78(39.8) 2.805 0.094
00 02 04 06 08 10 =100 x10°-L-" 219 101(51.8) 118(60.2)
1455 ® AFP <40 ngemL™' 229 107(54.9) 122(62.4) 2.190 0.139
a:HBV-HCC #1 vs. HBV 28 ;b.HBV-HCC 1 vs. 3¢ HBV-HCC 41 =40 ng-ml ™' 162 88(45.1)  74(37.6)
2 MBS miR-222-3p I HBV-HCC i ROC 4 DCP <50 mAU-mL’i 194 $6(44.1) 108(55.1) 4.731 0.030
. o N } 50 mAU-mL~" 197 109(55.9)  88(44.9)
485 L S A miR-222-3p = 1.7 i, A F X 53 L FitIT % 16(8.2)  8(41) 9.122 0.058
HBV-HCC F14F HBV-HCC fUER MR 79. 0% |, FHA: DL IR A 67 26(13.3)  41(20.9)
IR 3.5, ZYENART 159 T8(40.0)  6B(321)
2.4 miR-2223p £k L5 HBV-HCC & % R R W K4 iﬁﬁm 141;; 28?3) 7Z§Z.8i§)
FEHG K F Child-Pugh 4% A % 27 134(68.7) 143(72.9) 0.887 0.642
AR5 1M Ah W 1A miR-222-3p H i fA 1. 6 B % % 51%6.2) 45(5.0)
NI . NN C 18 105.1)  8(4.1)
HBV-HCC 43 Ay i 2k 4RI ek 41, 1ML T A A BCLC o % B(I64) M(2A) 356 0.00
miR-222-3p [y Feik 5 HEE HBV-DNA #21 [ AST DCP, A 18 83(42.6) 103(52.6)
BCLC 43 1A & (P <0.05) , 1 5 &8 2 45 8% 10 B 8 5226.6)  35(17.8)
: 3o 5 C 2 16(8.2)  5(2.6)
HBsAg ., ALT, TBil, ALB, PTA . PLT, AFP & 47 J7 1. b1 0 D62 oh6)

Child-Pugh 432 5% (P >0.05) , )3 2,
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2.5 miR-2223p K-F5 HCC & £F)6 69 £ %
XFF HBV-HCC 4, MiE/MNBA miR-222-3p 55
R RIS IR TP A AP TR A3 51 2. 66 4F 4. 14 4,
,uiﬁz WH 32. 8% (64/195) 35.7% (70/196) ,
2% Log-rank ' Ko%y , 2 A Gi2 7 X (x* =15.078,
P <0.001), UL 3a, %FF9EF HBV-HCC &35, i 5h
WA miR-222-3p & 3% 35 4 FIIG 3% 35 4 HP o7 A A7 i) ]
AYRIR 4,05 4F 3. 37 AR, AR R ARk 34. 8%

1.0 -

| _~ miR-222-3pfik&ik
_m miR-222-3pf ik
—+ miR-222-3pfliE3k-M %k
0.0 -+ miR-222-3p s Fik-M %k
1 1 1 1 1

0 2 4 6 8 10
4 ®

(24/69) .41.0% (59/144) , 4 Log- rank)( o, 255

TGt E L (P >0.05) & 3b,

2.6 Cox ®)25#7%A HBV-HCC 556 AR &
ZPAREZEMEZHAZE Cox bW XS 0] )T 45 740,

SRR B R (BCLC 4> #9451 /% AST . TBil \ALB | AFP . Ifi]

THAMIBA miR-222-3p KP4 R 25 HBV-HCC 34

TG ST AL IR (P <0.05) , L4 3,

| _~miR-222-3pfk3RiA
_nmiR-222-3pi ik
—+ miR-222-3p{k3RA- Mk
0.0 |-+ miR-222-3pH kMK

0 2 4 6 8 10
AL/ ®

a:HBV-HCC & ;b.3F HBV-HCC &%
B 3 Kaplan-Meier g%k
=3 Cox @AS#HEN HBV-HCC EEHENRBKREE

sk PRHE ST ZHE ST
HR 95% CI P HR 95% CI P

AERS (0= <65 % vs. 1 ==65%) 1.028 1.012 ~1.044 0.001 1.042 1.025~1.058  <0.001
PERO =3 vs. 1=4) 0.912 0.708 ~1.174 0.474

Child-Pugh Z32% (0 =A %% vs. 1 =B ~C %) 2.755 2.107 ~3.603 <0.001 1.390 0.914 ~2.112 0.123
BCLC 43 H#A(0=0~A #]vs. 1 =B~D ) 2.322 1.801 ~2.993 <0.001 1.845 1.396 ~2.439  <0.001
AST(0 = <40 IU-L™'ws. 1 =240 IU-L°") 1.004 1.002 ~1.005 <0.001 1.003 1.002 ~ 1. 005 <0.001
ALT(0= <50 IU-L~'ps. 1 ==501U-L°") 1.000 0.997 ~1.003 0.974

TBil(0 = <0.8 mg-dL™' vs. 1 ==0.8 mg-dL™") 1.849 1.614 ~2.119 <0.001 1.627 1.378 ~1.922  <0.001
ALB(0 = <4 g+dL. "' 5. 1 =24 g-dL.™") 0.448 0.365 ~0.549 <0.001 0.686 0.508 ~0.928 0.015
PTA(0 = <80% vs. 1==80%) 0.980 0.973 ~0.987 <0.001 0.996 0.986 ~ 1.006 0.478
PLT(0 = <100 x10°-L "' vs. 1 =2=100x10°-L"! 0.992 0.972 ~1.013 0.445

AFP(0 = <40 ng-mL ™" vs. 1 =240 ng-mL"") 1.778 1.388 ~2.277 <0.001 1.650 1.065 ~2.242 0.021
DCP(0 = <50 mAU-mL™" »s. 1 =250 mAU-mL"") 1.987 1.551 ~2.546 <0.001 1.424 0.997 ~2.318 0.083
HBsAg(0 = B vs. 1 = [HME) 0.864 0.672 ~1.112 0.257

HBV-DNA #£ 01 (0 = <4 loglU-mL "' vs. 1 = =4 loglU-mL"") 1.078 1.007 ~ 1. 154 0.031 1.012 0.939 ~1.091 0.752
AN A& miR222-3p(0 = <1.6 vs. 1=2=1.6) 1.683 1.438 ~1.970 <0.001 1.631 1.346 ~1.976  <0.001

R FAY2 AR

3 g

HBV &L JE HCC KA R I 22—, 2 e ™
R 3 1) 1 P s 7 g, R I U A2
PR, 38 V) 75 B -4 0T 1912 W 5l 3005 AR b 7 A
TERRBITH A . AW 45 R IR, HBV-HCC 41 /% 1L 7
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Effect of PAPV mode on anastomotic leakage in laparoscopic sphincter-preserving surgery for low rectal cancer
KOU Yao, JIA Ying-dong, YANG Ning-bo
629000, China)

( Department of Gastrointestinal Surgery, Suining Central Hospital, Suining Sichuan

Abstract: Objective To investigate the effect of PAPV mode on anastomotic leakage in laparoscopic sphincter-preserving surgery for
low rectal cancer. Methods The clinical data of 106 patients with low rectal cancer treated by laparoscopic sphincter-preserving surgery
were retrospectively analyzed. According to whether the patients had adopted PAPV mode or not, they were divided into traditional group
(n=60) and PAPV group (n =46). Traditional group received laparoscopic sphincter-preserving surgery for low rectal cancer,and PAPV
group received laparoscopic sphincter-preserving surgery for low rectal cancer under the guidance of PAPV mode. The perioperative related
indexes , anal function, postoperative complications and reoperation were observed and compared between the two groups. Results The opera-
tion time in PAPV group was significantly longer than that in traditional group (P <0.05),and the anal exhaust time, postoperative eating

time and postoperative hospital stay were significantly shorter than those in traditional group( P <0.05). The incidence of postoperative
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